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Background The transmission of the Novel 
Coronavirus or Covid-19 is very high and the 
spreading of the virus makes spot attention in 
the every person head. The febrile respiratory 
illness of a person turns into last stage i.e. death 
sudden remarkable point how this will happen 
and how to control it. The patient in India have 
enlarged in the last number of days and now are 
well over 2000. According to recent pictures 
from the Ministry of Health, there are 2,902 
total counting of COVID-19 cases as of April 4, 
of which 2,650 are positive cases, 183 persons 
have been treated and released, and 68 have 
died. 
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INTRODUCTION 
 
From 2002 to 2003, SARS-CoV contaminated 8 
thousand people, with a mortality rate of ~10%. in 
view of  2012, MERS-CoV  has contaminated  
more than 1,7 hundred  people, accompanied by 
mortality  rate of ~36% . In view of  2013, porcine 
epidemic diarrhea coronavirus (PEDV) has scrape 
throughout the US, give rise to an almost 100% 
mortality  rate in piglets and eliminate  more than 
10% of America’s total pig populations in less than 
one year . Usually, CoV cause rampant respiratory, 
GI, and CNS. Diseases in human Being and other 
animals, frightening human being health and 
prompting economic loss [1].
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Figure 1: According to ministry of health website on 5th April 2020 5.30 pm. 
 
Prime Minister Narendra Modi, gives back 
to back two times, On March 22th, broadcasted a 
21-day total lockdown then On March 24th, 
announced a 21-day complete lockdown to 




CoV belongs to the family Coronaviridae in the 
order Nidovirales.  









Including them, α and β –CoV infects 
mammals, γ-CoV infects avian species, and δ-CoV 
infects both mammals and avian species. 
Prototypical α-CoV includes HCoV-NL63, TGEV, 
PEDV, PRCV. Prototypical β –CoV includes 
SARS-CoV, MERS-CoV, bat coronavirus HKU4, 
mouse hepatitis coronavirus (MHV), bovine 
coronavirus (BCoV), and human coronavirus 
OC43. Prototypical γ-and δ-CoV includes avian 
infectious bronchitis coronavirus (IBV) and porcine 
delta coronavirus (PdCV), separately. CoV are Big, 
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Figure 2: Coronaviridae in the order Nidovirales. 
 
CLINICAL IMPLICATION AND ROLE OF 
SPIKE PROTEIN 
 
In Nov 2002, a viral respiratory disease 
firstly immersed in south most China and rapidly 
develops to other countries, dominant to over 8 
thousand confirmed cases at the ending of the 
epidemic in June 2003, with a death rate of ∼9.6%. 
The etiological agents were identified as SARS-
CoV, a zoonotic β –CoV drived in horseshoe bats 
that slowly transformed to infect the intermediate 
host palm civet and finally humans. following  an 
incubation period of 4–6 days, SARS patients 
develops flu-like symptoms and pneumonia, which 
in critical  cases leads to mortal respiratory failure 
and ARDS. Even though SARS-CoV contaminates 
numerous organs and causes systemic disease, 
symptoms actually magnify as the virus is cleared, 
recommending that deviant immune responses may 
underlying the pathogenesis of SARS-CoV. Inspite 
of no cases of SARS have been announced since 
2004, a rich gene pool of bat SARS-related CoV 
was discovered in a cave in Yunnan, China, 
emphasize the necessary to prepare for future 
reappearance [6]. 
The RNA genome of SARS-CoV-2 has 
29,811 nucleotides, encoding for 29 proteins, as per 
studying these different components of the virus, as 
well as how they interact with our cells, is already 
yielding some clues, but much remains to be 
learned, Ott says [7,8]. 
 
 
Figure 3: Structure of SARS-CoV-2. 
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SARS-CoV-2 has four structural proteins 
(top): the E and M proteins, which form the viral 
envelope; the N protein, which binds to the virus’s 
RNA genome; and the S protein, which binds to 
human receptors. The viral genome consists of 
more than 29,000 bases and encodes 29 proteins 
(bottom). The nonstructural proteins (blue) get 
expressed as two long polypeptides, the longer of 
which gets chopped up by the virus’s main 
protease. This group of proteins includes the main 




CoV is named for the crown of protein 
spikes which covers their outer membrane surface. 
In Earlier work on the novel CoV has focused 
on these spike proteins—also called as S proteins—
because they are the keys by which the virus uses 
to enter host cells. In both SARS-CoV and SARS-
CoV-2, the S protein binds to a receptor called 
angiotensin converting enzyme 2 (ACE2) to hack 
its way into host cells. 
At the amino acid level, the spike proteins 
on SARS-CoV-2 are about 80% identical to those 
on SARS-CoV. “The residues which interact with 
ACE2 are conserved, compared to [the first] SARS, 
but the residues in between are different, and there 
are also some insertions,” says Rolf Hilgenfeld, a 
structural biologist who studies coronaviruses at the 
University of Lubeck. 
Studies so far suggest that the new virus’s 
spike proteins bind to ACE2 significantly more 
strongly than those of SARS-CoV. “That is 
probably one of the reasons it spreads more easily 
and is more infectious,” Hilgenfeld says. 
The other 28 of the 29 SARS-CoV-2 
proteins, for changes the virus’s actual structure, 
which includes the S protein. One group of the 
other 25 CoV proteins regulates how the virus 
resembles copies of itself and how it sneaks past 
the host immune system. These so-called 
nonstructural proteins are expressed as two huge 
polyproteins that are then cleaved into 16 smaller 
proteins. An enzyme called the main protease, 
which performs 11 of those cleavages, is also a 
highly promising drug target. Hilgenfeld and his 
colleagues recently reported the structure of the 
main protease and identified an inhibitor that can 
block it. 
 
Table 1: Total Numbers of Corona Patients in Country. 
S. 
No. 
Name of State / UT 





1 Andhra Pradesh 161 1 1 
2 
Andaman and Nicobar 
Islands 
10 0 0 
3 Arunachal Pradesh 1 0 0 
4 Assam 24 0 0 
5 Bihar 30 0 1 
6 Chandigarh 18 0 0 
7 Chhattisgarh 9 3 0 
8 Delhi 445 15 6 
9 Goa 7 0 0 
10 Gujarat 105 14 10 
11 Haryana 49 24 0 
12 Himachal Pradesh 6 1 1 
13 Jammu and Kashmir 92 4 2 
14 Jharkhand 2 0 0 
15 Karnataka 144 12 4 
16 Kerala 306 49 2 
17 Ladakh 14 10 0 
18 Madhya Pradesh 104 0 6 
19 Maharashtra 490 42 24 
20 Manipur 2 0 0 
21 Mizoram 1 0 0 
22 Odisha 20 0 0 
23 Puducherry 5 1 0 
24 Punjab 57 1 5 
25 Rajasthan 200 21 0 
26 Tamil Nadu 485 6 3 
27 Telengana 269 32 7 
28 Uttarakhand 22 2 0 
28 Uttar Pradesh 227 19 2 
29 West Bengal 69 10 3 
Total number of confirmed cases in 
India 




29 Page 26-30 © MAT Journals. All Rights Reserved 
 










MODE OF TRANSMISION 
 
 Droplet Infections (Cough &Sneezing) 
 Surface (Tablet, Desk etc.) 
Covid 19 infection is through Droplet Infection, 
means it spreads via nasal n oral droplets released 
during coughing, sneezing, blowing nose 
Aerosol splatter- 3 to 8 Hours, Copper – 5 Hours, 
Stainless steel – 12 hours, Card board/plastic/Paper 
– up to 24 hours It Spread more in Cold and dry 
weather conditions. 
 
PATHOLOGY AND VIROLOGY  
 
 Unique features it causes both upper and 
lower respiratory tract infections 
 Viruses attaches to specific cellular receptors 
via the spike proteins 
 Transformational change leading to fusion 
change in the viral and cell membrane 
 Release of nucleocuspid into the 
cell(transcription and translation occurs) 
 Alteration of DNA and production of protein 
and certain specific enzymes 
 Alteration of cell function and production 
 Release of excess cytokinase and 
chemokinase 
 Increase acute phase reactants 
 Increase ESR,CRP, PROCALCITON 
 
SARS-CoV-2 is nearly coupled to the primary 
SARS-CoV. It is concept to have 
a zoonotic beginning. Genetic assay has disclosed 
that the CoV genetically clusters with the 
genus Betacoronavirus, in 
subgenus Sarbecovirus (lineage B) cooperatively 
with 2 bat-obtained strains. It is 96% similar at the 
entire genome level to other bat CoV specimen 
(BatCov RaTG13). In Feb 2020, Chinese 
researchers got that there is only 1 amino 
acid variance in few slice of the genome 
chronology between the viruses from pangolins and 
those from humanbeing, however, whole-genome 
differentiation to date establish at most 92% of 
genetic materials divide between pangolin CoV and 
SARS-CoV-2, which is inadequate to show 
pangolins to be the intermediary host.  
 Hyper inflammation 
 Cause of death due to complications and 
effects caused by 
 Cytokine syndrome 
 Severe acute respiratory distress syndrome 
 Fulminant myocarditis (cardiac affinity) 
 
 
For all of these population is of more risk: 
 Immunocompromised individuals patients 
 Chronic disorders 
 Bronchial asthma 
 Diabetes 
 Cardiovascular patients 
 Old age people malignancy 
 
MANAGEMENT PRECAUTION AND 
PROTOCOL AS PER GIVEN BY MINISTRY 
AND WHO 
 
 Wear Mask And Gloves 
 Wash Hands And Staying Home Follow 
Lockdown Effect Of Ministry 
 Maintain Social Distancing With Going Any 
Where Around In The City 
 Maintain Airway Breathing And Circulation 
 Ventilation if required (if po2 <55%) 
 Isolation to prevent spread 
 Correction of electrolyte in balance 




 Nothing has been Postulated Officially   
 As Per Who Indication there is no certain 
Specific Treatment for this 
 Hospitalization only for Severe Cases 
 Corticosteroids are Specially avoided due to 
Potential for Prolonging Viral Replication 
 Antimalarial –Hydrochloroquine because of 
Less Tonic Drivatives of Chloroquine 
Phosphate 
 Recent Research about the Drug as Per Given 




Such a primitive spike might function 
incompetently because the inherited virus would 
have to spread nonspecifically to the nearest 
vicinity of target cells so that membrane fusion 
could take place. Later, the spike would enlarge a 
galectin-like S1-NTD through gene capture, which 
direct intensifies its productivity in interposing 
virus entry. Next, the spike direct evolve an S1-
CTD through gene duplication of its S1-NTD or 
any other mechanism, farther intensifying its 
receptor identification function. Interpretation the 
morphology and physiology of CoV spikes and 
their development can increase our interpretation of 
the source of viruses and the developmental 
relationship between viruses and host cells. 
 
We evaluated our assays by using a panel of +ve 
and -ve control samples. The assays were found to 
be more sensitive and specific to only 
sarbecoviruses. Further we used respiratory 
specimens from infected patients by nCoV-19 to 
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samples are different in nature (sputum vs. throat 
swab) and they collected at different onset times 
(day 5 vs. day 3). Thus, it is early to use these data 
to find the viral duplication kinetics in humans. 
Further systematic investigations on clinical trials 
collected from nCoV-19 infected patients at 
different post-onset time points should be needed. 
Meanwhile, the results determined the clinical 
value of these respiratory samples for the molecular 
detection of nCoV-19. Additionally, the N gene 
RT-PCR assays found to be more crucial in 
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